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Abstract 


A new species of Yunnanilus is described from the Nanpanjiang River, Yunnan, China. The new species, Yunnanilus polylepis, can 
be distinguished from other species of Yunnanilus by the following combination of characteristics: Processus dentiformis absent; 
eye diameter smaller than interorbital width; outer gill raker absent and 10 inner gill rakers on first gill arch; whole trunk covered 
by scales; nine branched dorsal-fin rays; 10 or 11 branched pectoral-fin rays; six branched pelvic-fin rays. Despite our phylogenetic 
analysis, which sheds light on the complex relationships among Yunnanilus species, the majority of Yunnanilus species are restricted 
to more localized environments and habitats. It is urgent to address the environmental threats that jeopardize their survival, especial- 


ly given their generally restricted distribution. 
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Introduction 


Species belonging to the genus Yunnanilus Nichols, 1925 
are primarily found in lakes, marshes, and slow-flowing 
waters, exhibiting an affinity for karstic regions, particu- 
larly in the Yunnan and Sichuan provinces of China (Du 
et al. 2021). Kottelat and Chu (1988), who identified 
eight valid species and six previously undescribed spe- 
cies from the Yunnan Plateau. Subsequently, Yang and 
Chen (1995) divided the species of Yunnanilus into the 
Y. nigromaculatus and Y. pleurotaenia species groups 
based on the absence or presence of lateral line and ce- 
phalic lateral line canals, respectively. Prokofiev (2010) 


* These authors contributed equally to this work. 


classified the family Nemacheilidae into five tribes, 1.e., 
Lefuini, Nemacheilini, Triplophysini, Vaillantellini, and 
Yunnanilini. However, the monophyly of the Yunnani- 
lini tribe was not supported in subsequent studies, with 
Du et al. (2021) and Luo et al. (2023) revising the classi- 
fication of Yunnanilini using both morphological charac- 
teristics and molecular evidence, resulting in the place- 
ment of the Y. nigromaculatus group into Eonemachilus 
Berg, 1938, ¥. pulcherrimus Yang, Chen & Lan, 2004 
into Micronemacheilus Rendahl, 1944, Y. retrodorsalis 
(Lan, Yang & Chen, 1995) into Troglonectes Zhang & 
Zhao, 2016, and Y. jinxiensis Zhu, Du & Chen, 2009 
into Paranemachilus Zhu, 1983. In addition, Du et al. 
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(2023) delineated the phylogenetic relationships among 
Chinese nemacheilids possessing tube-shaped anterior 
nostrils, categorizing the spatial relationship between 
the anterior and posterior nostrils into three distinct 
types, 1.e., separated, adjacent, and closely set. Within 
this framework, Du et al. (2023) described a new genus, 
Guinemachilus Du et al., 2023, into which Y. bailianen- 
sis Yang, 2013 and Y. longibarbatus Gan, Chen & Yang, 
2007 were placed. Subsequently, He et al. (2024) de- 
scribed a new species, Yunnanilus Yangi He et al., 2024, 
from Nanpan Jiang based on morphological and molec- 
ular data. Currently, 19 species of Yunnanilus have been 
recognized, with diagnostic characters including inferior 
mouth, anterior and posterior nostrils separated, anteri- 
or nostril base tube-shaped and tip without elongated 
barbel-like structure, and lateral line and cephalic later- 
al-line canals present (Kottelat and Chu 1988; Du et al. 
2021, 2023). 

In November 2023, 13 Yunnanilus specimens were col- 
lected from a tributary of the Nanpanjiang River in Hua- 
ning County, Yuxi City, Yunnan Province, China. Based 
on morphological characteristics and molecular evidence, 
these specimens represent a previously undescribed spe- 
cies of Yunnanilus. Herein, we provide a description of 
the new species and its comparison to congeners. 


Materials and methods 


All care and use of experimental animals complied with 
the relevant laws of the Chinese Laboratory of Animal 
Welfare and Ethics (GB/T 35892-2018). Specimens were 
rapidly euthanized by an overdose of anesthetic clove 
oil soon after being collected. Five specimens were pre- 
served in 99% ethanol for molecular analyses, and eight 
specimens were stored in 10% formalin for morpholog- 
ical study. Specimens were deposited in the Kunming 
Natural History Museum of Zoology, Kunming Institute 
of Zoology (KIZ), Chinese Academy of Sciences (CAS). 

All counts and measurements followed Kottelat (1990). 
The data were initially processed using Excel software 
for preliminary statistical analysis. Genomic DNA was 
extracted from fins fixed in ethanol. Partial sequences of 
the mitochondrial cytochrome c oxidase subunit I (COT) 
and cytochrome b (cyt 6) were sequenced by Tsingke 
Biotechnology Co., Ltd. (China). All sequences were 
assembled by Seqman in the DNAstar software pack- 
age and aligned in MEGA v11.0 (Tamura et al. 2021). 
Sequences have been submitted to GenBank (Accession 
Nos. PP254216—254236 for COI, PP262976—62996 for 
cyt b). The phylogenetic position of Yunnanilus polyl- 
epis sp. nov. was determined by maximum likelihood 
(ML) and Bayesian inference (BI) methods, which were 
implemented in the CIPRES Science Gateway (Miller 
et al. 2010). The ML was constructed in RAXML-HPC 
v8 (Stamatakis 2014). Selected was the rapid bootstrap- 
ping configuration, and the bootstrapping iterations were 
1000. The BI tree was conducted by MrBayes in XSEDE 
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v3.2.7a (Ronquist et al. 2012). Two runs were performed 
simultaneously with four Markov chains starting from a 
random tree. The chains were run for five million gener- 
ations and sampled every 100 generations. The first 25% 
of sampled trees were discarded as burn-in, and the re- 
maining trees were used to create a consensus tree and 
estimate Bayesian posterior probabilities (BPPs). The 
constructed phylogenetic trees were viewed and edited 
by FigTree v1.4.4 (Rambaut 2009). 


Results 


Yunnanilus polylepis sp. nov. 
https://zoobank.org/B34187E3-BE59-4EC6-90A E-72F3266CFD89 


Type materials. Holotype. K1Z2023000009 (Kunming 
Natural History Museum of Zoology, KIZ, CAS), female, 
43.7 mm standard length (SL), Qixitan Park, Panxi Town, 
Huaning County, Yuxi City, Yunnan, P. R China; Nanpan- 
Jiang River; 24.2434°N, 103.1221°E, C.S. Yang collected 
in November 2023. 

Paratypes. Seven specimens. KIZ2023000010-14, 
female, 31.9-37.1 mm SL, KIZ2023000039-40, male, 
30.3-31.8 mm SL; same as holotype. 

Other materials. DLN202301 80-184, preserved in 
99% ethanol for molecular study, same as type specimens. 

Etymology. The specific name polylepis is derived 
from the characteristic of being entirely covered by scales 
Gender: Masculine. We suggest the Chinese and English 
common names as “% fis zs Fa fi’ and “densely scaled 
Yunnan loach,” respectively. 

Diagnosis. The new species is distinguished from 
all other members of the genus based on the following 
characters: whole trunk covered by scales; processus 
dentiformis absent; eye diameter smaller than interorbital 
width; nine branched dorsal-fin rays; 10 or 11 branched 
pectoral-fin rays; six branched pelvic-fin rays; outer gill 
raker absent and 10 inner gill rakers on first gill arch. 

Description. Morphometric and meristic data are giv- 
en in Table 1. Whole trunk covered with small and dense 
tubercles. Greatest body depth anterior to dorsal-fin or- 
igin, posterior portion gradually compressed from dor- 
sal-fin to caudal-fin base. Head length longer than depth 
and deeper than width. Snout slightly blunt, shorter than 
postorbital length of head. Eye diameter smaller than in- 
terorbital width, posterior nostril closer to anterior margin 
of eye than to tip of snout; anterior and posterior nostrils 
separated, distance greater than diameter of posterior nos- 
tril, base of anterior nostril tube-shaped, not elongated to 
barbel-like (Fig. 11). 

Body densely scaled except for head and thorax; pec- 
toral-fin origin to pelvic-fin origin covered by smaller and 
sparse scales. Upper jaw processus dentiformis absent. 
Three pairs of barbels, two rostral pairs and one maxillary 
pair; inner rostral barbel reaching posterior nostril; outer 
rostral barbel reaching anterior margin of eye; maxillary 
barbel reaching posterior margin of eye. 
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Table 1. Morphometric and meristic data of Yunnanilus polyl- 
epis Sp. Nov. 


Characters Holotype Paratypes (Mean+SD) 
Total length (mm) 53.8 38.1-45.6 (42.2+2.8) 
Standard length (mm) 43.7 30.3-37.1 (33.9+2.6) 
Percent of standard length (%) 
Deepest body depth 15.7 16.3-19.6 (17.6+1.1) 
Head width 13.4 12.6-15.7 (13.9+1.1) 
Lateral head length 257. 25.2-28.2 (26.5+1.0) 
Prepelvic length 54.3 52.5-55.9 (54.3+1.4) 
Preanal length 75.4 72.9-78.4 (76.0+2.1) 
Preanus length 71.9 70.1-77.3 (73.7+2.3) 
Caudal-peduncle length 12.5 11.6-13.7 (13.0+0.8) 
Caudal-peduncle depth 10.1 10.0-11.5 (10.6+0.6) 
Percent of lateral head length (%) 
Head width 53.0 49.9-57.7 (52.4+2.9) 
Head depth 57.4 51.5-62.4 (57.9+4.1) 
Eye diameter 19.6 16.7-27.0 (21.8+3.3) 
Interorbital width 27.0 23.9-32.9 (29.4+3.0) 
Snout length 39.4 31.1-41.7 (37.7+4.2) 
Percent of caudal-peduncle length (%) 
Caudal-peduncle depth 80.8 73.2-88.7 (81.8+5.6) 
Dorsalfin rays iv, 9 iv, 9 
Pectoral-fin rays Tog Pal i, 10-11 
Pelvic-fin rays i, 6 i, 6 
Anal-fin rays iii, 5 ill, 5 
Branched caudaLfin rays 16 15 
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Dorsal fin with four unbranched and nine branched 
rays; origin nearer to snout tip than to base of caudal fin; 
pectoral fin with one unbranched and 10 or 11 branched 
rays (mostly 10), inserted immediately anterior to vertical 
through posteriormost point of operculum; pelvic fin with 
one unbranded and six branched rays, tips of pelvic fin 
not reaching anus; anal fin with three unbranched and five 
branched rays, origin closer to anus; caudal fin emargin- 
ate, with 15 or 16 branched rays (mostly 15). Ten inner gill 
rakers, without outer gill rakers on the first gill arch; later- 
al line incomplete, with 15—20 lateral line pores, reaching 
between tip of pectoral-fin and dorsal-fin origin; cephalic 
lateral system with 13—14+3 infraorbital canal pores, 7-9 
supraorbital canal pores, 6—8 supratemporal canal pores, 
and 9-10 preoperculomandibular canal pores. 

Stomach U-shaped, intestine long and_ straight 
(Fig. 2B). Swim bladder divided into two chambers, ante- 
rior chamber covered by dumbbell-shaped bony capsule, 
posterior chamber developed, connected with anterior 
chamber by slender tube, tube length about half of poste- 
rior chamber length (Fig. 2A). 

Coloration. In life, both sexes, head and trunk with gray- 
ish background color. Lower margin of eye to dorsal head 
surface dark brown, dorsal head with heart-shaped dark 
brown pattern, ventral head surface without color pattern. 


Figure 1. Morphometric characters of Yunnanilus polylepis sp. nov. A—C. Lateral, dorsal, and ventral views of female, holotype 
K1IZ2023000009; D—F. Lateral, dorsal, and ventral views of male, paratype KIZ2023000041; G—H. Living photo of female and 


male; I. Location of anterior and posterior nostrils. 
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Predorsal trunk with five or six dark brown blotches, larger 
width than interspace. Four or five dark brown blotches 
after dorsal fin. Two elliptical, dark brown spots at base of 
dorsal fin, two dark brown spots at base of caudal fin. Fin 
rays with dark pigments, fin membrane hyaline. In females, 
upper line of flank with 12—14 dark brown large spots (Fig. 
1G). In males, body with black longitudinal stripe on both 
sides (Fig. 1H). In formalin-fixed specimens, lateral stripe 
and blotches somewhat faded, body generally light yellow. 

Distribution and habitat. Yunnanilus polylepis sp. 
nov. is currently only known from Qixitan Park, Panxi 
Town, Huaning County, Yuxi City, Yunnan, China; Nan- 
panjiang River (24.2434°N, 103.1221°E). This species 
inhabits a deep pool with water depths ranging from 3 
to 8 m, characterized by a rich presence of macrophytes 
(Fig. 3). Other fish species present in the pool include 
Discogobio brachyphysallidos and Sinocyclocheilus sp. 
Despite its confined distribution, the population of Yun- 
nanilus polylepis sp. nov. remains stable, largely due to 
the enforcement of a fishing ban within the park. 


anterior chamber 


stomach 


_>— intestine 
oy 


posterior chamber 
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Genetic comparisons. Of the 1737 bp in combined 
alignment, Y polylepis sp. nov. and Y. pleurotaenia were 
amplified in this study. These sequences were used for mo- 
lecular phylogenetic analysis together with 34 complete 
mitochondrial genomes and six cyt 6 sequences from Gen- 
Bank. Parabotia fasciata Dabry de Thiersant, 1872 and 
Leptobotia elongata (Bleeker, 1870), two botiid species, 
were used as outgroups. Given that BI and ML analyses 
produced overall identical topologies, only the BI tree with 
Bayesian posterior probabilities (BPP) and bootstrap sup- 
port (BS) values are presented here (Fig. 4). The phyloge- 
netic tree strongly supports samples of Yunnanilus polylepis 
sp. nov. to group into Yunnanilus. Furthermore, Yunnani- 
lus polylepis sp. nov. was identified as a sister to the clade 
containing Y analis, Y. chuanheensis, Y. jiuchiensis, and 
Y. pleurotaenia (BPP = 1; BS = 100). However, the molec- 
ular phylogenies do not support the monophyly of Yunnani- 
lus. Yunnanilus yangi was weakly supported to be a sister 
group to Eonemachilus (BPP = 59; BS = 61), and then clad- 
ed together with those specimens of Yunnanilus (Fig. 4). 


tubercles 


Figure 2. The air baldde (A), stomach and intestine (B), KIZ 2023000010, and tubercles on the trunk (C), KIZ2023000011 of Yun- 


nanilus polylepis sp. nov. 
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Figure 3. Type locality of Yunnanilus polylepis sp. nov. A. Distribution map; B. Habitat photo of the type locality at the time 


of collection. 
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1 BOC esc eles: Oe: tee sam as Sik, rece SNP eae I, Tee RPE, A PET ane I ee SR Nr oo nO, OAR eee eae ee 5 POS ce SOE cE Re Me 
- BOC: COVETCE: byiS Cal esis. atdes 18m tee Res east ede Rene Me Canasndea ry oats Ru nein sods. Bway hen asides om lets ahd ee Rema wil Ae 7 
2 Gaile SthT ROMO 5 sateen ok ch aes Salen ee bea see aioe Dore Os ase hee  ee aeAE aty Benen CS 1 tale See eee Om SAAR hal poe 3 
- @ibio ls) Mla inarsleeAN ars Ware hehe alt ate noe Or ent es oer eu he ae ee Ce Goa Ree Res ee a eee ee Sean ee Ceara 4 
2: Ourercillerakerspresenileometir Sonar CH ws: Fi aceite nds ebetedadppwutpedietcerdAatobeld lopmee nrwciee ebeedeesinteedé tanith oeaa ee Y. forkicaudalis 
- CULE SITIIMFAKE ea SS iit CTS Ett UTC i ee PN ne aac tte cesta ts Seabee ey oa oc enone ceanapeete ete cxsunaraamaeear et Y. discoloris 
4 Eve CHAamielLersilaulet: Wabi (Tkete Moildell SW CIE 00.40), py RAM Drea tg tery ROI oe aati sb ROM UM oe ate ae A MAM Nobo tees PMU 5 
- SVE ChamMereraroer Tai UTS COR orceye WCE. AO... idse von cneeee slow aris dla gnaulopyotser abled as deri apnetyeecte ies dnt dele atcnaplensisteey betes tdaedouaeant 6 
3) PrSCeSsis< cle tl fonts toreseritre lv ElOSreaws.2...0 0.0... alentseenia chmebtagce Sade Nedaes ds ecsayiheansahiveedss hb sentdenukonadeeees Y, paludosus 
- PROCeSSUStCleMn oh S-abSelit ON: tI POON AW peters teks Nos oc, lentes Revie i ee Uh Panes ee dee oe TUN wend ae 0, Woe ade see Y. yangi 
6 BIST AGS RIM Pasian Ste Ul Men eg a crcne ss waisy = vacgstren Pe neers seth ond se ead B18 Racer ss oaaey Retepomep he denR a aaieh vonnsy Reegabe ea aioe eae Y. analis 
- Ketislfainereall tae RS Ont hie Ste Ill NEG ise a3 ee ees ania ot a cece ehee rank Ube tacts 23 cece senemiente ooo Bes Baa dinl Jd bac lade Y. belpanjiangensis 
Zz PO Sbetl Or LEMIKCOVELCCWOVSSOONGS. hist se scorer esata tape es eee heh asset sss sges ees tees dd eee sess Tio ys geet tss 8 
- Whole-body: coverediby Seales-except NGA ..3...ts2ce dics cadescenesnyeacetentinanas tele ctesthes coved saheadSsade seb ecsecevnddaasadiBa<teape eas ectevasannadg vil 
S)) sCauidal tiiitorked:<outer-cillp Faker Present On TST ACCA, fut ox, yeemceeee tn Je eedet fa gestdetl wn ce Pe cg yeet See es Y. macrositanus 
= Caudal tiremarginated, outer sill raker absent: on: MrSh SiN Ar Clie o.oo... .k eee beeenawle cee denetalians spunadhangadereanncie ve olis vhiyiey «Senden i] 
] POCESSUS-CENUIObMNS AO Seie Ol UD DSi AWe. 2.227 .-cactME ux nen nhabedes eek steMicncsc® Miccetes ceteas hh dente Shstect es sthesibtanssce te Y. sichuanensis 
- PROCESSUS CenNIOraSspre set ON UPD P | aWas.ve.te bec me alent somes NUR ie Panes sg tecnp ANU EY 22 Jec0t Wee mmad heel Bd 267 GERI yet 10 
10 _Interorbital width less than 25% of lateral head length, caudal peduncle length larger than 130% of its depth............. 

De REBAR ANN Reed IR Nia ks a Or Pte i Ba Ps AR Fes a eds Ne i Se we PP Be Oa Ben SO oie Be Se a Re se Y. nanpanjiangensis 
- Interorbital width larger than 26% of lateral head length, caudal peduncle length smaller than its depth........ Y. elakatis 
11 Eye diameter larger than interorbital Width ................cccccsccecececseeceeceeseaeeseeseeceeececaeecesseaeseeneetaeeceessecsstcueseeeserssecseneetes 12 
- BVe-ChArictete Milal etal ni bibebObkell. A08 At eae aR cess leech eyes AGM ae ee hee RE ae so eee eS ce Ee Ale 
12 Processus dentiformis absent on upper jaw; eight inner gill rakers on firSt gill APCH 0... cece cece eee eee eee eens Y. Jiuchiensis 
- Processus dentiformis present on upper jaw, 10-12 inner gill rakers on first gill arch ............ecceeeeeeeeeeee ence ees Y. longiballa 
1S 2Omtercelll cakerepresenteonstrste sila reniig.: esc: stent oe, be oe Peet ced) ee oy hw et ae Saree oe, Pete Brees ot 9 A oy ane en bead 14 
- Gurler etl FakerRmeab Serre: Gti ties: Saar OM ee se cacescucen oy eertpey wen vate crosen «teen ceyebee vincsis ven 9 eer aeeey Mag wate tons gy eemndeees Hae ests ey toe 15 
14 Predorsal length 55%-58% of SL; 14-15 inner gill rakers on first gill APCH 2.2.0... cee cee ce eeeeeeeeeeee tees eeeees Y. macrolepis 
- Predorsal length 51%-55% of SL; 11-12 inner gill rakers on first gill APCH. 2.2.0... eee ee ceeee cece eeeeeeeeeeeeeeeeeees Y. Spanisbripes 
Le" IE ROCESSUS ClELILIFOF MAIS AISSML OPEC AW c.5 «ccc casas aduna agen vecep ecco BS Ge ex eoe pias ce gS rosin BET ante HANS Ee eRe GaSe RATE EE SAS CoE een tee 16 
- PreEc[es SUS CER LILOLMAS:PkeSenL_ OMGUODET JAW: te Siar eeeeed yrs Deets a anbs techn lates adesee ual eads Mea ag dead ye peau pwede Ly 
= Ventral-aréa between péectoral- atic) Pelwic fiNS:SCAaleless .. .. scineccssccnvencgeces cosseve cevvdonadumenss rnddhnedudranenvenees Y. chuanheensis 
~ Ventral area between pectoral and pelvic fins covered Dy SCAIES 20.0... cece cece cece eee eeeeeceeeeeeee een eeneeeeees Y, polylepis Sp. nov. 
17 12-13 branched pectoral fin rays; eye diameter less than 12% of lateral head length .................::::::::eee Y. macrogaster 
- Ten or eleven branched pectoral fin rays; eye diameter larger than 17% of lateral head length .................:ce:eeeeeeeee eee 18 
LS- “LO=12 Inmersgill takers-on: Wrsteill <areni-Six- branched: pelvic Tir ays. exe tr. criiec ee ofc octec seer ee Y, pleurotaenia 
- Eight or nine inner gill rakers on first gill arch; seven branched PelVIC fi LAYS 0... cceecc eee eeeeeeeeeeeeeeeeeaeeeeeeaeeeees Y, parvus 
Discussion 


Yunnanilus polylepis sp. nov. possesses typical charac- 
teristics of the genus Yunnanilus, including an inferior 
mouth, anterior and posterior nostrils separated, a tube- 
shaped base of anterior nostrils that is not elongated into 
a barbel-like structure, and lateral line and cephalic later- 
al-line canals present (Du et al. 2021, 2023). 

To date, 20 species of Yunnanilus, including the new- 
ly described species, have been recorded from the Yun- 
nan and Sichuan provinces. Among these species, 12 
occur in the Nanpanjiang River (Y. analis Yang, 1990, Y. 
chui Yang, 1991, Y. elakatis Cao & Zhu, 1989, Y. forki- 
caudalis L1, 1999, Y. macrogaster Kottelat & Chu, 1988, 
Y. macrolepis Li, Tao & Mao, 2000, ¥. macrositanus Li, 
1999, Y. nanpanjiangensis Li, Tao & Lu, 1994, Y. palu- 
dosus Kottelat & Chu, 1988, Y. parvus Kottelat & Chu, 
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1988, Y. yangi He et al., 2024, and Yunnanilus polylepis 
Sp. nov.), six occur in the Yangtze River (¥. discolor- 
is Zhou & He, 1989, ¥. jiuchiensis Du, Hou, Chen & 
Yang, 2018, ¥. Jongibulla Yang, 1990, Y. pleurotaenia 
(Regan, 1904), Y. sichuanensis Ding, 1995, and Y. span- 
isbripes An, Liu & Li, 2009), and one species each oc- 
curs in the Beipanjiang (Y. beipanjiangensis Li, Mao & 
Sun, 1994) and Honghe rivers (Y. chuanheensis Jiang, 
Zhao, Du & Wang, 2021). Within the genus, Y. analis, 
Y. beipanjiangensis, Y. chui, Y. discoloris, Y. forkicau- 
dalis, Y. paludosus, and Y. yangi are characterized by 
the absence of scales, while Y. elakatis, Y. macrosita- 
nus, and Y. nanpanjiangensis are characterized by scales 
exclusively present on the caudal peduncle. Although 
Yunnanilus polylepis sp. nov., Y. chuanheensis, Y. jiuch- 
iensis, Y. longibulla, Y. macrogaster, Y. macrolepis, Y. 
parvus, Y. pleurotaenia, and Y. spanisbripes share the 
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character of bodies covered by scales, Y. chuanheensis 
and Y. jiuchiensis are scaleless between the pectoral-fin 
and pelvic-fin bases. Yunnanilus polylepis sp. nov. can 
be further distinguished from Y. chuanheensis by six 
branched pelvic fin rays (vs. seven) and from Y. jiuchien- 
sis by 10 inner gill rakers on the first gill arch (vs. eight) 
and an eye diameter smaller than the interorbital width 
(vs. larger). Yunnanilus polylepis sp. nov. can be dis- 
tinguished from Y. /ongibulla, Y. macrogaster, Y. mac- 
rolepis, Y. parvus, Y. pleurotaenia, and Y. spanisbripes 
by processus dentiformis absent (vs. present). It can be 
further distinguished from Y. Jongibulla by eye diameter 
smaller than interorbital width (vs. larger), six branched 
pelvic fin rays (vs. seven or eight), caudal peduncle depth 
12%—-14% of SL (vs. 8%—-10%), from Y. macrolepis and 
Y. spanisbripes by outer gill raker absent on first gill 
arch (vs. present), predorsal length 51%-55% of SL (vs. 
56%-58% in Y. macrolepis), preanal length 73%-78% 
of SL (vs. 80%-82% in Y. macrolepis, 79%-82% in_Y. 
spanisbripes), from Y. macrogaster by 10-11 branched 
pectoral fin rays (vs. 12 or 13), six branched pelvic fin 
rays (vs. seven), 10 inner gill rakers on first gill arch 
(vs. 13), body height 16%-—20% of SL (vs. 22%—23%), 
eye diameter 17%—27% of lateral head length (vs. 12%), 
and from Y. parvus by nine branched dorsal fin rays (vs. 
eight), six branched pelvic fin rays (vs. seven), body 
height 15%-20% of SL (vs. 20%—23%). 

Based on phylogenetic analysis, Y. analis was clus- 
tered with Y. pleurotaenia. However, due to the am- 
biguous geographical origin of Y analis in GenBank 
(MW729320), its validity is not discussed in this study. 
Although molecular evidence from He et al. (2024) sup- 
ported that Y. yangi belongs to Yunnanilus, the wrong se- 
quence of niger was used in this publication (Du et al. 
2023). Additionally, the phylogenetic tree weakly sup- 
ported Y. yangi as a sister group to Eonemachilus, hence, 
the phylogenetic relationship between Eonemachilus and 
Yunnanilus will be discussed in the future. Despite the 
widespread distribution of Y. pleurotaenia, the majority 
of Yunnanilus species are restricted to more localized en- 
vironments and habitats, including small ponds, streams, 
and lakes. While our phylogenetic analysis sheds light on 
the complex relationships among Yunnanilus species, it 
also underscores the urgency of addressing the environ- 
mental threats that jeopardize their survival, especially 
given their generally restricted distribution. Overfishing, 
agricultural runoff and siltation, organic pollution, habi- 
tat degradation, and increasing droughts have profoundly 
affected these endemic species. Notably, Jin et al. (2018) 
highlighted that the frequency, intensity, and impact of re- 
gional droughts have increased in Yunnan in recent years, 
with a particularly severe drought occurring in the spring 
and early summer of 2019 due to an abnormally delayed 
rainy season (Ding and Gao 2020). However, the specif- 
ic effects of such droughts on the Yunnanilus population 
remain uncertain. Future studies focusing on taxonomic 
classification, biodiversity surveillance, and conservation 
assessments are deemed essential. 
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Nomenclatural acts registration 


The electronic version of this article in portable docu- 
ment format represents a published work according to the 
International Commission on Zoological Nomenclature 
(ICZN), and hence the new name contained in the elec- 
tronic version is effectively published under the Code in 
the electronic edition alone (see Articles 8.5—8.6 of the 
Code). This published work and the nomenclatural acts 
it contains have been registered in ZooBank LSIDs (Life 
Science Identifiers) and can be resolved, and the asso- 
ciated information can be viewed through any standard 
web browser by appending the LSID to the prefix http:// 
zoobank.org/. 
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